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MYR 5'-ATTGGGAAGTTTAAAGAAGAAAGT-3'

MYB(putative) GLMF

5'-CACCACTACCACTACCACAA-3' 117bp

GLMR 5'-ATTACCACCAACACCGCTAT- 3'

18S rRNA 18SF

5'-GCAACAAACCCCGACTTCTG-3' 110 bp
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