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;) sailas Trichoderma harzianum &5 _Seasseld [bsle o) Ke2 5 Gl S

(JXiz) picnssST g (Armillaria sp. z,8 & y055 )

eielid Jdodgay o yo ool 5,50 T. harzianum slaaslas Slasciv N\ Jyo

Isolate C.P.K. number Location Climate Substrate Ecosystem TS Phylotype
Sorkhan Kalateh CSW Soil Farm A
4557 Varamin SCD Soil Farm B
4579 Varamin SCD Soil Farm B
4426 Golestan (Ziarat) CSW Soil Forest B
4437 Golestan (Hezar Pich) CSW Soil Forest B
4508 Kia Kola Ccsw Soil Farm B
4533 Chamestan Ccsw Glume Farm B
4396 Shahroud NC Soil Farm C
4624 Shahroud NC Soil Farm Cc
4631 Khomeyni Shahr NC Soil Orchard C
4653 Shahryar NC Soil Orchard C
4655 Shahryar NC Soil Orchard C
4658 Ghazvin NC Soil Orchard C
4672 Urmia NC Agaricus bisporus - C
4401 Rafsanjan SCD Soil Orchard Cc
4553 Rafsanjan eSirjan) SCD Soil Orchard C
4562 Rafsanjan SCD Phylosphere Orchard C
4574 Rafsanjan (Kashkouiyeh) SCD Soil Orchard C
4583 Rafsanjan SCD Soil Orchard C
4413 Glougah CSW Soil Farm C
4487 Jouybar CSW Soil Farm Cc
4488 Babol Csw Soil Farm C
4502 Kelardasht (Vahed) CSW Soil Farm C
4504 Sari CSW Soil Tobacco nursery C
4510 Kelardasht (Vahed) CSW Soil Farm C
4532 Kelardasht (VVahed) CSW Soil Orchard C
4623 Hashtgerd NC Soil Greenhouse D
4625 Tehran NC Agaricus bisporus - D
4638 Tehran NC Agaricus bisporus - D
4673 Tehran NC Agaricus bisporus - D
4550 Yazd SCD Soil Greenhouse D
4555 Yazd (Bafgh) SCD Soil Farm D
4582 Yazd (Bafgh) SCD Soil Farm D
4415 Gorgan CSW Soil Farm D
4478 Sari Csw Soil Farm D
4635 Tehran NC Agaricus bisporus - E
4665 Tehran NC Agaricus bisporus - E
4395 Khorasan Razavi NC Soil Farm F
4610 Shahryar NC Soil Farm F
4611 Khomeyni Shahr NC Armillaria sp. (pileus) Orchard F
4650 Shahryar NC Soil Orchard F
4405 Varamin SCD Soil Farm F
4548 Varamin SCD Soil Farm F
4572 Varamin SCD Soil Greenhouse F
4471 Golestan (Hashem Abad) CSW Soil Farm F
4473 Golestan (Nodijeh) CSW Soil Farm F
4409 Amol- Vosta Kola Ccsw Phylosphere Farm F
4486 Shast Kola CSW Soil Farm F
4500 Jouybar CSW Soil Farm F
4505 Sari- Airport CSW Soil Farm F
4525 Kelardasht Ccsw Soil Farm F
4531 Sari- Airport CSW Debris Farm F
4477 Kia Kola CSW Soil Farm G
4491 Kheyroud Kenar CSW Armillaria sp. Forest G
(rhizomorph)
4511 Kheyroud Kenar CSW Armillaria sp. Forest G
(rhizomorph)
4514 Kelardasht CSWwW Soil Farm G
4398 Tehran NC Agaricus bisporus - H
4620 Shahryar NC Soil Farm H
4622 Shabestar NC Soil Farm H
4636 Shahryar NC Soil Orchard H
4637 Urmia NC Agaricus bisporus - H
4654 Ghazvian NC Soil Orchard H
4671 Ramjin NC Soil Orchard H
4551 Kashan SCD Soil Orchard H
4560 Yazd (Sadough) SCD Soil Greenhouse H
4585 Yazd (Sadough) SCD Soil Greenhouse H
4434 Golestan (Hezar Pich) CSW Wood Forest H
4445 Golestan (Ziarat) CSW Wood Forest H
4449 Golestan (Nour-Alshohada) CSW Wood Forest H
4451 Golestan (Hezar Pich) CSW Soil Forest H
4489 Kelardsht Ccsw Soil Orchard H
4534 Shirgah CSW Soil Farm H
4439 Golestan (Hezar Pich) CSW Wood Forest |
4440 Gorgan- Jafar Abad CSW Soil Tobacco nursery |
4394 Sepidan NC Soil Orchard J
4618 Urmia NC Agaricus bisporus - J
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4493 Trichoderma virens,outgroup
4414,1TS Novel PhylotypeCSW,soil,farm ‘ A
4557,SCD,soil,farm
4426,CSW,soil,forest
4579,SCD,soil,farm B
4533,CSW,rice glume,farm
4508,CSW,soil,farm
4437,CSW,soil,forest
4510,CSW,soil farm
——4672,NC Agaricus bisporus
4574,SCD,soil,orchard
4401,SCD ,soil,orchard
4631,NC,soil,orchard
4653,NC,soil,orchard
4502,CSW,soil,farm
4487,CSW,soil,farm
4532,CSW,soil,orchard
4658,N C,soil,orchard C
4583,SCD,soil,orchard
4488,CSW,soil,farm
4553,SCD,soil,orchard
4562,SCD ,phylosphere,orchard
4413,CSW,soil,farm
————4396,NC,soil,farm
4655,NC,soil,orchard
4624,NC,soil farm
4504,CSW,soil,tobacco nursery
4555,SCD,soil,farm
4673,NC Agaricus bisporus
4623,NC,soil,greenhouse
4415,CSW,soil,farm
4550,SCD,soil,greenhouse D
4638,N C Agaricus bisporus
4625,N C Agaricus bisporus
4582,SCD,soil,farm
4478,CSW,soil,farm
4665,NC Agaricus bisporus E
4635,NC,Agaricus bisporus
4471,CSW,3A soil,farm
4548,SCD,soil,farm
4505,CSW,soil,farm
4405,SCD,soil,farm
4611,NC,Armillaria sp.(pileus),orchard
4486,CSW,soil farm
4409,CSW,phylosphere,farm

4572,SCD,soil,greenhouse F
4473,CSW,soil,farm

4650,N C,soil,orchard
4531,CSW,rice debris,farm

4610,N C,soil,farm
500,CSW,soil,farm
4395,NC,soil,farm

4525,CSW,soil,farm

4491,CSW Armillaria sp.(rhizomorph),forest
4477,CSW,soil,farm . G
4511,CSW,Armillariasp.(rhizomorph),forest

L 4514,CSW,soil,farm

4551,SCD ,soil,orchard
4585,SCD,soil,greenhouse
4534,CSW,soil,farm

—————— 4451,CSW,soil,forest
4636,N C,soil,orchard
4434,CSW,wood,forest
4398,N C Agaricus bisporus
4449,CSW,wood,forest
4489,CSW,soil,orchard H
4445,CSW,wood,forest
4622,NC,soil,farm
4637,NC Agaricus bisporus
4560,SCD ,soil,greenhouse
4654,NC,soil,orchard
4620,NC,soil,farm
4671,NC,so chard

il,or:
4440,CSW,soil,tobacco nursery ‘
4439,CSW,wood,forest
4394 ,NC,soil,orchard ‘ J
4618,N C,Agaricus bisporus
0.1
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